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to both nuclear processing and turnover. Approximately 95% of mRNA and 50% of 
rRNA are degraded in the nucleus (fm= 0·95, f,=0·50) (Alberts et al., 1983). The 
average half-life of mRNA is 16 hr (Darnell, 1976), and 60 hr for rRNA (Rudland 
et al., 1975), yielding k
,.,
= 0·043 hr_, and k,= 0·012 hr- 1• The amount of rRNA is 
about 75%, tRNA is 15%, and mRNA is 10% of total RNA (Alberts et al., 1983). 
At steady state, the above derivatives are set equal to zero in order to calculate 
the flux Vdegr for use in the network calculations. Using the amount of RNA in a cell 
with a 12 µm diameter cell shown in Table 2, and assuming a doubling time of 25 hr, 
the flUX through Vdegr is 5·0 nmo}/ 106 Cells hr- 1• 
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